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The problem

Biological data is spread

across different
databases, leading to

unorganized searches




The solution

BioDataBrowser

A web application to summarize and
visualize gene information extracted from

public databases
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Client Side

a

i Server Side Public Databases
« Name . S
» Gene/ Protein UniProt e
o Species ®
« Advanced Search

Web Server
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. Title
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Interaction
Datasets



email VARCHAR(255)
password VARCHAR(255)
| & role_role_id1 VARCHAR(255)
»

¥
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| role
‘ id INT
|  name VARCHAR(45)
privilege VARCHAR(255)

Data model Overview

Helixcopter side

v
project_name VARCHAR(45)
project_description VARCHAR(1000)

2 user_Id INT

| database
gene_name VARCHAR(255) id INT
specie VARCHAR(255) db_name VARCHAR(45)
prefix_url VARCHAR(45) |
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—_| gene_has_database

! gene_id INT

! database_id INT
gene_name_in_db VARCHAR(45)
url VARCHAR(45)

—_| projects_has_gene ¥

! projects_Id INT
! gene_id INT



THANKS!




